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The MMIC facility provides use of a GE Biacore T200 instrument Integrated fluidic cartridge (IFC)
The Biacore T200 IFC is optimized for the highest quality kinetics
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Pair-wise runs give good reference subtraction . Direct ligand immobilization Analyte | Examples: Time (sec)
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Analyte: sample to be injected over the chip surface for analysis

(http://www.biacore.com) which employs surface plasmon resonance (SPR)

technology for monitoring biomolecular binding interactions.

without the use of labels.
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The sample is injected over the chip surface with immobilized ligand at a constant

Schematic representation of Biacore fluidic ‘

system flow rate
+ The analyte from the sample binds to the immobilized ligand resulting in a change
in the mass on the chip surface, which is recorded Biacore data is included in over 20,000 publications
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full activity + Selection and characterization of binding reagents

To achieve high quality data effective regeneration is essential
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Capable of analyzing a wide range of molecular Surface) Dextran matrix The bound analyte is completely removed from the ligand Functional proteomics
interactions / Can be achieved by use of buffers with changes in pH, salt, or detergents + Cell signaling
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