CLUSTAL W (1.82) multiple sequence alignment

sp|Q14032|BAAT_HUMAN      MIQLTATPVSALVDEPVHIRATGLIPFQMVSFQASLEDENGDMFYSQAHYRANEFGEVDL
sp|Q91X34|BAAT_MOUSE      MAKLTAVPLSALVDEPVHIQVTGLAPFQVVCLQASLKDEKGNLFSSQAFYRASEVGEVDL
sp|Q63276|BAAT_RAT        MAKLTAVPLSALVDEPVHIRVTGLTPFQVVCLQASLKDDKGNLFNSQAFYRASEVGEVDL
                          * :***.*:**********:.*** ***:*.:****:*::*::* ***.***.*.*****

sp|Q14032|BAAT_HUMAN      NHASSLGGDYMGVHPMGLFWSLKPEKLLTRLLKRDVMNRPFQVQVKLYDLELIVNNKVAS

sp|Q91X34|BAAT_MOUSE      EHDPSLGGDYMGVHPMGLFWSLKPEKLLGRLIKRDVMNSPYQIHIKACHPYFPLQDIVVS

sp|Q63276|BAAT_RAT        ERDSSLGGDYMGVHPMGLFWSMKPEKLLTRLVKRDVMNRPHKVHIKLCHPYFPVEGKVIS

                          :: .*****************:****** **:****** *.::::*  .  : ::. * *

sp|Q14032|BAAT_HUMAN      APKASLTLERWYVAPGVTRIKVREGRLRGALFLPPGEGLFPGVIDLFGGLGGLLEFRASL

sp|Q91X34|BAAT_MOUSE      PPLDSLTLERWYVAPGVKRIQVKESRIRGALFLPPGEGPFPGVIDLFGGAGGLMEFRASL

sp|Q63276|BAAT_RAT        SSLDSLILERWYVAPGVTRIHVKEGRIRGALFLPPGEGPFPGVIDLFGGAGGLFEFRASL

                          ..  ** **********.**:*:*.*:*********** ********** ***:******

sp|Q14032|BAAT_HUMAN      LASRGFASLALAYHNYEDLPRKPEVTDLEYFEEAANFLLRHPKVFGSGVGVVSVCQGVQI

sp|Q91X34|BAAT_MOUSE      LASRGFATLALAYWNYDDLPSRLEKVDLEYFEEGVEFLLRHPKVLGPGVGILSVCIGAEI

sp|Q63276|BAAT_RAT        LASHGFATLALAYWGYDDLPSRLEKVDLEYFEEGVEFLLRHPKVLGPGVGILSVCIGAEI

                          ***:***:***** .*:*** : * .*******..:********:*.***::*** *.:*

sp|Q14032|BAAT_HUMAN      GLSMAIYLKQVTATVLINGTNFPFGIPQVYHGQIHQPLPHSAQLISTNALGLLELYRTFE

sp|Q91X34|BAAT_MOUSE      GLSMAINLKQIRATVLINGPNFVSQSPHVYHGQVYPPVPSNEEFVVTNALGLVEFYRTFQ

sp|Q63276|BAAT_RAT        GLSMAINLKQITATVLINGPNFVSSNPHVYRGKVFQPTPCSEEFVTTNALGLVEFYRTFE

                          ****** ***: *******.**    *:**:*::. * * . ::: ******:*:****:

sp|Q14032|BAAT_HUMAN      TTQVGASQYLFPIEEAQGQFLFIVGEGDKTINSKAHAEQAIGQLKRHGKNNWTLLSYPGA

sp|Q91X34|BAAT_MOUSE      ETADKDSKYCFPIEKAHGHFLFVVGEDDKNLNSKVHANQAIAQLMKNGKKNWTLLSYPGA

sp|Q63276|BAAT_RAT        ETADKDSKYCFPIEKAHGHFLFVVGEDDKNLNSKVHAKQAIAQLMKSGKKNWTLLSYPGA

                           *    *:* ****:*:*:***:***.**.:***.**:***.** : **:**********

sp|Q14032|BAAT_HUMAN      GHLIEPPYSPLCCASTTHDLR--LHWGGEVIPHAAAQEHAWKEIQRFLRKHLIPDVTSQL

sp|Q91X34|BAAT_MOUSE      GHLIEPPYTPLCQASRMPILIPSLSWGGEVIPHAAAQEHSWKEIQKFLKQHLLPDLSSQL

sp|Q63276|BAAT_RAT        GHLIEPPYSPLCSASRMPFVIPSINWGGEVIPHAAAQEHSWKEIQKFLKQHLNPGFNSQL

                          ********:*** **    :   : **************:*****:**::** *...***

