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U-BDS Services Overview Genomics
Provides reproducible, high-quality and cost-effective computational services, resources, and training with emphasis in the Cgrort b:?\_sed variant classification/visualization WGS & WES based genomic analysis.
areas of genomics, transcriptomics, and systems biology. The services currently provided include: = G X P Data QC, alignment, variant calling,
® Genomics: Exome and Whole Genome Sequencing analysis =—— | assﬁpuatlons functional impact analysis, and
® Transcriptomics: Bulk RNA-seq (whole-transcriptome, mRNA, and miRNA) §=__' |- interpretation (small and structural
e Single-cell/nuclei (sc/sn) omics: RNA-seq, ATAC-seq, CITE-seq, multiome, cell hashing (multiplex) sequencing —— e | - variants and somatic and germline)
e Spatial Transcriptomics: 10x Genomics (Visium and Xenium), NanoString GeoMx with plans to expand to CosMx ——— — ol
e Support in method development: pipeline development & custom projects overlapping with areas of U-BDS L S mem m | 2E B Pathways analysis & visualization
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e Web-app development: R Shiny and Streamlit apps for interactive visualization of data —— e ra e Aoy i oy U
e Support for writing manuscripts and grant applications: budget justification, LoS, methods write-up, and supporting docs e ome it o I e
e Training: workshops, guides, and weekly data science office hours (open to UAB) - Thursdays 1:30-2:00 pm e e I -
e Other custom work: develop reproducible research environments eas ~ Wl s [ J
e Consultations: 30 minutes to discuss study designs, analysis needs, grant application, and other technical details s = #0001 g7 D | e e
Transcriptomics Pipeline & App Development Training
Standard single-cell/nuclei analysis includes several layers of QC, dimensional reduction, data m R and Python applications: mWeekly data science office hours
normalization, cell type identification, pseudobulk analysis, data visualization, among others o R Shiny apps and Streamlit apps e Join #datascience Slack channel for more
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‘ - P o https://join.slack.com/t/uablabs/signup
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. C PP & , e Includes training material for Docker,
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Spatial Transcriptomics How to Get Started P
1. 10X Xenium 2. 10X Visium Step 1 Submit enquiry form Ref 2 Ack led
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W TN - i Step 2 Consultation Jeremy Day Lab (PMID: 30863790 and Ratlas)
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® 10 @ > 1. Scope of Work (SOW) for projects UAB IRCP, and CIRC
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